Amendments to the Claims: 



This listing of claims will replace all prior versions, and listings, of claims in the application: 



Listing of Claims: 



"laim 1 (cancelled) 



2. (Currently Amended) A method according to claim 27, 28, 29 or 30, wherein said first and 
second oligonucleotides comprise oligonucleotides of known sequence. 

3. (Previously presented) A method according to claim 27, 28, 29 or 30, wherein said first and 
second oligonucleoft^es are labeled. 

4. (Previously presented)sA method according to claim 3, wherein said first and second 
oligonucleotides bear differenUabels. 

5. (Previously presented) A method according to claim 27, 28 or 29, wherein said first and 
second oligonucleotides are attached c^valently through said first and second linkers, 
respectively, to said substrate. 

6. (Previously presented) A method accordinkto claim 27, 28 or 29, wherein said first and 
second oligonucleotides are synthesized on said substrate. 

7. (Currently amended) A method according to clainr^7 and or 30, wherein said substrate 
comprises discrete sites to which said first and second oligonucleotides may be linked. 

8. (Original) A method according to claim 7, wherein said firstVid second oligonucleotides are 
immobilized to first and second beads through first and second linft^rs, respectively, and wherein 
said first and second beads are distributed at said discrete sites. 

9. (Previously presented) A method according to claim 27, 29 or 30, fun^er comprising 
synthesizing said first and second oligonucleotides on said substrate. 
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LO. (Original) The method according to claim 9, wherein said first and second oligonucleotides 
aressynthesized by a synthesis method selected from the group consisting of printing and 
photolithography. 

Claims 1 Y-26 (previously cancelled) 

27. (Previously added) A method for multiplex detection of target nucleic acids comprising: 

a) providing a substrate and at least first and second different oligonucleotides linked to 
said substrate through first and second cleavable linkers, respectively; 

b) cleaving saidVirst and second linkers, thereby releasing said first and second 
oligonucleotides from saick substrate thereby generating a pool of oligonucleotides comprising 
said first and second oligonucleotides; and 

c) contacting said first and second oligonucleotides with a composition comprising at 
least a first and second target nucleic acid, whereby said first and second target nucleic acids 
hybridize with said first and second \ligonucleotides whereby said target nucleic acids are 
detected. 

28. (Previously added) A method for multiplex detection of target nucleic acids comprising: 

a) providing an array comprising a substrate and a population of oligonucleotides, said 
population comprising at least first and second subpopulations comprising at least first and 
second different oligonucleotides, respectively, said\first and second oligonucleotides being 
immobilized to first and second beads, respectively, tHrough first and second cleavable linkers, 
respectively, said first and second beads being distributed on said substrate; 

b) cleaving said first and second linkers, thereby releasing said first and second 
subpopulations from said first and second beads, thereby generating a pool of oligonucleotides 
comprising said first and second oligonucleotides; and 

c) contacting said first and second oligonucleotides with a composition comprising at 
least a first and second target nucleic acid, whereby said first and second target nucleic acids 
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shybridize with said first and second oligonucleotides whereby said target nucleic acids are 
detected. 

29. (Currently amended) A method for multiplex detection of target nucleic acids comprising: 

a) Yroviding an array comprising a substrate and a population of oligonucleotides, said 
population cWprising at least first and second subpopulations, wherein said first subpopulation 
comprises at lekst a first oligonucleotide and, wherein said second subpopulation comprises at 
least a second oligonucleotide, wherein said first oligonucleotide is different from said second 
oligonucleotide and^wherein said first and second oligonucleotides are comprising at l e ast first 
and s e cond differ e nt oligonucl e otid e s of known sequence, said first and second oligonucleotides 
being immobilized directV to a chip through first and second cleavable linkers, respectively; 

b) cleaving said first and second linkers, thereby releasing said first and second 
subpopulations from said chip, thereby generating a pool of oligonucleotides comprising said 
first and second oligonucleotides ;\uid 

c) contacting said first and second oligonucleotides with a composition comprising at 
least a first and second target nucleic acicK whereby said first and second target nucleic acids 
hybridize with said first and second oligonucleotides whereby said target nucleic acids are 
detected. \ 

30. (Previously added) A method for multiplex detection of target nucleic acids comprising: 

a) cleaving at least first and second different oligonucleotides linked to a substrate 
through at least a first cleavable linker from said substrate^thereby releasing said first and second 
oligonucleotides from said substrate generating a pool of oligonucleotides comprising said first 
and second oligonucleotides; and \ 

b) contacting said first and second oligonucleotides with a composition comprising at 
least a first and second target nucleic acid, whereby said first and second target nucleic acids 
hybridize with said first and second oligonucleotides whereby said target nucleic acids are 
detected. \ 



31. (Currently amended) The method according to claim 30, wherein said first and second 
oligonucleotides are attached covalenuyjhrough said cleavable linker to said substrate,. 

32. (Cancel) 
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